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<120> METHYL - CPG BINDING DOMAIN PROTEIN 2 HOMOLOGS 

<130> 38509-0016US1 

<140> 
<141> 

<150> PCT/US03/10631 
<151> 2003-04-07 

<150> 60/369,851 
<151> 2002-04-05 

<160> 6 

<170> Patentln Ver. 2.1 

<210> 1 
<2.11> 812 
<212> DNA 
<213> Homo sapiens 

<400> 1 

ggcacgaggt caagagtggg 
tcacctcttt tccgagccca 
ctttacagaa gaaacgagaa 
ctgctctccq catgagactc 
ctcatcctga caaccaggtc 
aactctgcgc ctaccggaga 
caagtccact gcatttggag 
ctctggacag ggctggtgct 
ttccagctgt ggcagggggg 
ctggccaatt ggtgactcct 
gggagagact ggccaaggcc 
catgtagatg aagcgcagtc 
cctactctga attgtcacac 
aggcaaaaaa aaaaaaaaaa 



<210> 2 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Glu Pro Ala Phe Thr Ser Phe Pro Ser Pro Pro Val Leu Gly 
15 10 15 

Lys Leu Lys Arg Asn Met Met Pro Trp Ala Leu Gin Lys Lys Arg Glu 
20 25 30 




gtcagcaaga gaaactctac 
cctgttctgg ggaagctcaa 
atccacatgg ccaaggccca 
accagctgca tcttccggag 
agacgcagaa aaggggacga 
ctgcaggccc tgcagccctg 
agcgtcttaa gtatccttgc 
gagcgtgtgc gcagcccgct 
ccaaccccag gaatgggttg 
gcagatatcc ggagacaggc 
ttgcaggcag acaggctggc 
ctgggctttc ggtccctttc 
ttttcccttc cccaccagtt 
aaaaaaagat tt 



ggctatggga gagcctgcgt 60 
aagaaacatg atgccctggg 12 0 
tcggagacga gctgcgaggt 180 
gccggtgaca aggatcaggt 240 
gcacctggag aagccgcagc 300 
cagcagccaa ggagaaggtt 360 
accggggacg gccagtgaat 420 
tgagcccacc cctgggcggt 4 80 
tcagctccca ccgcccctct 540 
caggagggtg aagaaagcca 600 
caggcaggca gaaatgctga 660 
ttttaatgcc catcctcatt 720 
ctttaataaa agtatttgaa 780 

812 



lie His Met Ala Lys Ala His Arg Arg Arg Ala Ala Arg Ser Ala Leu 



35 



# 



40 



45 



Pro Met Arg Leu Thr Ser Cys lie Phe Arg Arg Pro Val Thr Arg lie 
50 55 60 

Arg Ser His Pro Asp Asn Gin Val Arg Arg Arg Lys Gly Asp Glu His 
65 70 75 80 

Leu Glu Lys Pro Gin Gin Leu Cys Ala Tyr Arg Arg Leu Gin Ala Leu 
85 90 95 

Gin Pro Cys Ser Ser Gin Gly Glu Gly Ser Ser Pro Leu His Leu Glu 
100 105 110 

Ser Val Leu Ser lie Leu Ala Pro Gly Thr Ala Ser Glu Ser Leu Asp 
115 120 125 

Arg Ala Gly Ala Glu Arg Val Arg Ser Pro Leu Glu Pro Thr Pro Gly 
130 135 140 

Arg Phe Pro Ala Val Ala Gly Gly Pro Thr Pro Gly Met Gly Cys Gin 
145 150 155 160 



Leu Pro Pro Pro Leu Ser Gly Gin Leu Val Thr Pro Ala Asp lie Arg 



165 



170 



175 



Arg Gin Ala Arg Arg Val Lys Lys Ala Arg Glu Arg Leu Ala Lys Ala 
180 185 190 



Leu ,Gln Ala Asp Arg Leu Ala Arg Gin Ala Glu Met Leu Thr Cys Arg 
195 200 205 



<210> 3 

<211> 790 

<212> DNA 

<213> Homo sapiens 

<400> 3 

agcagtgatc atatgacggt ggtagccatg 
tgaagtttta caaggcaggt gtgataagtg 
agttcacaga ggaagcaacg tgactgtgta 
acctcaatcc ctttgagaat gtccagttac 
ccccatcctg gcaatgaggt cagataccat 
caggtctgct ggcagaggag actgcaggga 
tcaagcactt tggatcttgc caataccttg 
tctctgctgg aggatcttgc cagtggtctg 
tgctcttcag atgcggtgga gataattcct 
tgcaaacaat ttctggtcac tgaggaagat 
gtcagagaga gactcgcaat agcactgatt 
gtgagagacc aagaaggctg tcctgaaaaa 
tgaaataaag tgtaatcctt tattaacatc 
aaaaaaaaaa 



gcgtcacaga gaacagggac cttccaagtt 60 
tgtaagagga aaagaagtgt gatggccaag 120 
aaccaatgca aatcaaagcc tggcttgagc 180 
acattcaaga ggccagtaac gagaattaca 240 
caatgggagg agagcttgga gaagcctcag 300 
ctccaggctt acagcagtgc aggagaactt 3 60 
caaaaacttg tccctagtta cacaggtgga 420 
gagcactcct gccccatgcc ccaccttgcc 480 
gcagagggag tgggtatctc gcagctcctc 540 
atcaggaaac aggaagggaa agtgaagaca 600 
gcggatggac tcgctaatga ggcagagaaa 660 
cgctaagaaa aaaagggaag atagtgcaga 72 0 
tcaaaaaaaa aaaaaaaaaa aaaaaaaaaa 780 

790 



<210> 4 
<211> 194 



<212> PRT 

<213> Homo sapiens 




<400> 4 

Met Ala Lys Ser Ser Gin Arg Lys Gin Arg Asp Cys Val Asn Gin Cys 
15 10 15 

Lys Ser Lys Pro Gly Leu Ser Thr Ser lie Pro Leu Arg Met Ser Ser 
20 25 30 

Tyr Thr Phe Lys Arg Pro Val Thr Arg lie Thr Pro His Pro Gly Asn 
35 40 45 

Glu Val Arg Tyr His Gin Trp Glu Glu Ser Leu Glu Lys Pro Gin Gin 
50 55 60 

Val Cys Trp Gin Arg Arg Leu Gin Gly Leu Gin Ala Tyr Ser Ser Ala 
65 70 75 80 

Gly Glu Leu Ser Ser Thr Leu Asp Leu Ala Asn Thr Leu Gin Lys Leu 
85 90 95 

Val Pro Ser Tyr Thr Gly Gly Ser Leu Leu Glu Asp Leu Ala Ser Gly 
100 105 110 

Leu Glu His Ser Cys Pro Met Pro His Leu Ala Cys Ser Ser Asp Ala 
115 120 125 

Val Glu He He Pro Ala Glu Gly Val Gly He Ser Gin Leu Leu Cys 
130 135 140 

Lys Gin Phe Leu Val Thr Glu Glu Asp He Arg Lys Gin Glu Gly Lys 
145 150 155 160 

Val Lys Thr Val Arg Glu Arg Leu Ala He Ala Leu He Ala Asp Gly 
165 170 175 

Leu Ala Asn Glu Ala Glu Lys Val Arg Asp Gin Glu Gly Cys Pro Glu 
180 185 190 

Lys Arg 



<210> 5 
<211> 262 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Asp Cys Pro Ala Leu Pro Pro Gly Trp Lys Lys Glu Glu Val He 
15 10 15 

Arg Lys Ser Gly Leu Ser Ala Gly Lys Ser Asp Val Tyr Tyr Phe Ser 
20 25 30 



Pro Ser Gly Lys Lys Phe Arg Ser 
35 40 



Lys Pro Gin Leu Ala Arg Tyr Leu 
45 




Gly Asn Thr Val Asp Leu Ser Ser Phe Asp Phe Arg Thr Gly Lys Met 
50 55 60 

Met Pro Ser Lys Leu Gin Lys Asn Lys Gin Arg Leu Arg Asn Asp Pro 
65 70 75 80 

Leu Asn Gin Asn Lys Gly Lys Pro Asp Leu Asn Thr Thr Leu Pro lie 
85 90 95 

Arg Gin Thr Ala Ser lie Phe Lys Gin Pro Val Thr Lys Val Thr Asn 
100 105 110 

His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin Arg Met Asn Glu Gin 
115 120 125 

Pro Arg Gin Leu Phe Trp Glu Lys Arg Leu Gin Gly Leu Ser Ala Ser 
130 135 140 

Asp Val Thr Glu Gin lie lie Lys Thr Met Glu Leu Pro Lys Gly Leu 
145 150 155 160 

Gin Gly Val Gly Pro Gly Ser Asn Asp Glu Thr Leu Leu Ser Ala Val 
165 170 175 

Ala Ser Ala Leu His Thr Ser Ser Ala Pro lie Thr Gly Gin Val Ser 
180 185 190 

Ala Ala Val Glu Lys Asn Pro Ala Val Trp Leu Asn Thr Ser Gin Pro 
195 200 205 

Leu Cys Lys Ala Phe lie Val Thr Asp Glu Asp lie Arg Lys Gin Glu 
210 215 220 

Glu Arg Val Gin Gin Val Arg Lys Lys Leu Glu Glu Ala Leu Met Ala 
225 230 235 240 

Asp lie Leu Ser Arg Ala Ala Asp Thr Glu Glu Met Asp lie Glu Met 
245 250 255 



Asp Ser Gly Asp Glu Ala 
260 



<210> 6 
<211> 291 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Glu Arg Lys Arg Trp Glu Cys Pro Ala Leu Pro Gin Gly Trp Glu 
15 10 15 

Arg Glu Glu Val Pro Arg Arg Ser Gly Leu Ser Ala Gly His Arg Asp 
20 25 30 



Val Phe Tyr Tyr Ser Pro Ser Gly Lys Lys Phe Arg Ser Lys Pro Gin 




35 



40 



45 



Leu Ala Arg Tyr Leu Gly Gly Ser Met Asp Leu Ser Thr Phe Asp Phe 
50 55 60 

Arg Thr Gly Lys Met Leu Met Ser Lys Met Asn Lys Ser Arg Gin Arg 
65 70 75 80 

Val Arg Tyr Asp Ser Ser Asn Gin Val Lys Gly Lys Pro Asp Leu Asn 
85 90 95 

Thr Ala Leu Pro Val Arg Gin Thr Ala Ser lie Phe Lys Gin Pro Val 
100 105 110 

Thr Lys lie Thr Asn His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin 
115 120 125 

Lys Ala Val Asp Gin Pro Arg Gin Leu Phe Trp Glu Lys Lys Leu Ser 
130 135 140 

Gly Leu Asn Ala Phe Asp lie Ala Glu Glu Leu Val Lys Thr Met Asp 
145 150 155 160 

Leu Pro Lys Gly Leu Gin Gly Val Gly Pro Gly Cys Thr Asp Glu Thr 
165 170 175 

Leu Leu Ser Ala lie Ala Ser Ala Leu His Thr Ser Thr Met Pro He 
180 185 190 

Thr Gly Gin Leu Ser Ala Ala Val Glu Lys Asn Pro Gly Val Trp Leu 
195 200 205 

Asn Thr Thr Gin Pro Leu Cys Lys Ala Phe Met Val Thr Asp Glu Asp 
210 215 220 

He Arg Lys Gin Glu Glu Leu Val Gin Gin Val Arg Lys Arg Leu Glu 
225 230 235 240 

Glu Ala Leu Met Ala Asp Met Leu Ala His Val Glu Glu Leu Ala Arg 
245 250 255 

Asp Gly Glu Ala Pro Leu Asp Lys Ala Cys Ala Glu Asp Asp Asp Glu 
260 265 270 

Glu Asp Glu Glu Glu Glu Glu Glu Glu Pro Asp Pro Asp Pro Glu Met 



275 



280 



285 



Glu His Val 
290 



